
24 32 48 64
Maximum grid axis

10 3

10 2

10 1

100

101

Re
la

tiv
e 

to
 n

at
iv

e 
ch

ar
ge

 n
or

m
 (%

)
Projection of native charge

Mean of 12 validation structures

24 32 48 64
Maximum grid axis

10 3

10 2

10 1

100

101

Re
la

tiv
e 

to
 n

at
iv

e 
ch

ar
ge

 n
or

m
 (%

)

Projection of residual; native atomic content restored
Mean of 12 validation structures


