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Matched Plummer LOS accuracy and evaluation time

Three frozen settings per curve; horizontal bars: p10–p90 of ten calls. Errors below 10⁻¹⁴ are placed at 10⁻¹⁴.

JeansPy NumPy
JeansPy JAX CPU

JeansPy JAX GPU
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Filled: axisymmetric
Open: spherical specialization

0.5% accuracy threshold


