RiboMetric Report

Results from your RiboMetric analysis of SRR618774.bam, completed at 17:32:12 13/11/2023

Summary Report
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Ligation Bias Distribution

Distribution of end bases for the full dataset

Ligation Bias Distribution
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Nucleotide Composition

Nucleotide composition of the reads
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Read Length Distribution

Distribution of read lengths for the full dataset
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